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======================= ICM-Browser is a multi-platform molecular visualization application designed to provide a
biologist or a chemist with a variety of features for 3-D molecular visualization, exploration, analysis, editing, design, and much
more. It supports many file formats directly from the database web-sites including: PDB, chemical, electron density maps,
sequence and alignment files. It provides a rich professional molecular graphics environment with powerful representations of
proteins, DNA and RNA, and multiple sequence alignments. Key Features: ============== * As of version 1.9, ICMBrowser is able to read files directly from any of the database sites for: PDB, Chemical, Electron Density Maps, Sequence and
Alignment Files * Visualize protein, DNA and RNA 3D-structures in ICM-Browser * Represent in ICM-Browser multiple
sequence alignment * Create a custom alignment based on user selected sequences * Assign crystal contacts using Jmol's
Contact Button * Easily edit and annotate contacts using Jmol * Create protein-DNA contacts using the (PDBe) database
* Restrictions to 3D viewing in the Jmol and SABmark modules * Generate Protein/DNA 3D-shapes and save as standard PDB
files * Assign relative 3D-positions of the atoms in Jmol * Generate a file of all atoms contained in the molecule * Generate
Jmol's MolScript file for each molecule * Generate Jmol's MovieScript file for each molecule * Visualize Protein/DNAinterfaces in ICM-Browser * Create interfaces in ICM-Browser * Generate homology models using the ICM-Helix Viewer
* Navigate in ICM-Browser using Jmol's Wiki Page * Visualize the complex of the receptor and a ligand * Generate the
molecular interactions between the ligand and the receptor * Generate the sequential interactions between the protein and DNA
* Display the results of an experiment using ICM-Browser's Jmol and SABmark modules * Save and Load sequences to and
from various files and browser's own internal database * Manage contacts using the ICM-Contact List * Collaborate in ICMBrowser's Wiki Pages * Multiple sequence alignments *
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Features - ICM-Browser has been re-written from scratch and now has a much improved interface and a more powerful set of
features. - Support for visualization of protein structures. - An integrated chemical structure representation. - A multiple
sequence alignment representation. - A new all-in-one alignment editor. - Advanced alignment editor for batch alignment. Support for multiple file formats (PDB, PDBML, NCBI, EMDB, EMBO-J, JPRED, ISIS). - Alignment export to Excel and
Word formats. - All operators in a single line: insert, delete, copy, move, paste. - Direct loading of files from the server. Export sequences to the FASTA format. - Add or edit fields to the alignment. - Can edit the value for alignment fields. Interface improvements, including single-click buttons. - Mouse clicks on alignment fields no longer select the field. - Can zoom
the alignment image. - Can scroll through the alignment in multiple ways. - Can set and export fonts. - The alignment no longer
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needs to be a table. - Can show molecules in a 3D form. - Can display the chain identifiers and descriptions. - Can load
sequences from a text file. - All operators are now visualized on a line in the alignment grid. - Support to draw a molecule on a
new line in the grid, by pressing the ENTER key. - Support for fast alignment batch export and creation of the alignments in
FASTA format. - Can export the alignment to PDB file format. - Can export the alignment to PDBML format. - Can export the
alignment to a DIF file. - Can export the alignment to an ISIS file. - Can export the alignment to an EMBO-J file. - 1d6a3396d6
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It allows to perform all the molecular modeling manipulations and to save all the manipulations in several files. This makes
possible to implement automatized protocols by a large number of users, e.g. for blind test-cases. "Subroutines for making
ligands conform to receptors" allows to compute the complementarities between the ligand and the receptor. The graphic
representation of the protein (PDB format) allows to inspect the 3D structure and to design mutants, to perform the
superpositions and to measure the similarity of proteins. Informations on molecular interactions are also provided. Allows to
display the protein in a crystallographic environment. A set of powerful analysis and visualization methods is available. ICMBrowser requires: GNU C compiler (standard with Linux distribution). OpenGL library. If you have a recent version of Matlab
on your system, there is no need to install the Matlab Runtime. Required Files: libopenexr.so.0.4.3 Additional Information: To
make the access simpler, we have implemented a system allowing to launch ICM-Browser from the command line. To start the
application type the following command in Linux, or in Windows the command line of the command window. /path_to/ICMBrowser/ICM-Browser.jar Please see the documentation for detailed instruction on using ICM-Browser. Acknowledgments: The
authors would like to thank Dr. Mario Percivalle for providing the ICM-Mol package that has been the starting point of ICMBrowser, and Dr. James Brickner for his substantial help in improving the quality of the project. Funding ======= This work
was partly supported by the Italian Ministry of Education, University and Research, MIUR \[Project "RiStar: Research in Italian
Structural Bioinformatics\]. ![OpenGL context: a) a 2D representation of a 3D scene (in PDB format); b) a 3D representation of
a 3D scene (in PDB format); c) a molecular model in PDB format; d) a window containing a PDB file; e) a window containing a
3D scene. PDB
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System Requirements:
Windows 7 SP1 or later Core i3 or higher 2 GB of RAM DirectX 11 compatible graphics card 1024 x 768 Display resolution 1
GB available hard drive space Minimum system requirements for every game is always based on the lowest requirements stated
on the game's description page. For more information on specific minimum specs, be sure to check the game's Description
Page. Please note that although all games run and display perfectly on all Windows 10 systems, not all games are officially made
for Windows 10. In some cases, Microsoft
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